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Species Gene Symbol Gene ID GenBank Accession Transcript
Human GFIIB 8328 BC035626 NM_004188
About the gene

Official Symbol GFI1B

Previous Symbol -

Official Full Name | growth factor independent 1B transcriptional repressor

Synonyms ZNF163B
Location 9q34.13

Gene Type protein_coding

Uniprot ID Q5VTDY

Pathway/Library others

This gene encodes a zinc-finger containing transcriptional regulator that is primarily expressed in cells of
hematopoietic lineage. The encoded protein complexes with numerous other transcriptional regulatory
proteins including GATA-1, runt-related transcription factor 1 and histone deacetylases to control
expression of genes involved in the development and maturation of erythrocytes and megakaryocytes.
Mutations in this gene are the cause of the autosomal dominant platelet disorder, platelet-type bleeding
disorder-17. Alternate splicing results in multiple transcript variants.
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IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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